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Epigenetic signature associated with maternal care in 
rhesus monkey; both in T cell and in PFC

Hypermethylated in mother-reared
Hypermethylated in nursery-reared

Chromosome 1

Chromosome X 

Specific chromosomal region show the same response in both tissu in term of 
methylation associated with the rearing conditions

Specific chromosomal region show opposite tissu response in term of methylation 
associated with the rearing conditions
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Genes involved in the  serotonin pathways that are 
significantly differentially methylated between mother and 
nursery reared rhesus monkey
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Genes involved in the HPA axis that are significantly 
differentially methylated between mother and nursery 
reared rhesus monkey
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Lipsmacking imitation on day 3
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Stereotypic and self-directed behavior 
at 2 years of age
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